Leuconostoc carnosum strain JB16 was isolated from kimchi, the traditional Korean fermented food. Here, we report the complete genome sequence of L. carnosum strain JB16, consisting of a 1,645,096-bp circular chromosome with a G؉C content of 37.24% and four plasmids.
tRNAscan-SE (10) and RNAmmer (8) software programs, respectively.
The genome of L. carnosum strain JB16 is composed of one circular chromosomal genome of 1,645,096 bp and four circular plasmids (pKLC1, 21,990 bp; pKLC2, 29,615 bp; KLC3, 40,165 bp; pKLC4, 36,602 bp) ( Table 1 ). The entire genome (1,773,468 bp) contains 1,693 predicted protein-coding sequences, i.e., 1,548 coding sequences with an average gene length of 932 bp and a coding intensity of 87.77% on the chromosome and 19, 38, 46, and 42 coding sequences on plasmids pKLC1 to pKLC4, respectively, as well as four complete rRNA operons and 66 tRNA genes encoding 20 amino acids on the chromosome. The GϩC content of the chromosome is 37.24%, while those of the four plasmids are in the range of 34.93% to 38.03% (Table 1) .
Nucleotide sequence accession numbers. The genome information for the chromosome of Leuconostoc carnosum strain JB16 was deposited in NCBI under GenBank accession number CP003851, and the information for the plasmids pKLC1 to pKLC4 was deposited under GenBank accession numbers CP003852 to CP003855, respectively. 
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